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FIG. 3 



43.5% identity in X15 residues overlap 

BPC-1 33 IFTSPNYPSKYPPDRECIYIIEAAPRQCIELYFDEKYSIEPSW ECKFDHIEVR 

CUB domain 75 IFTSPNFPDRYPPNIDCVRVIHSRPQHDVWKFHHVFHIESTYDKIDAGEECPNDFIEFR 
****** * *** * * * * ** ****** 

BPC-1 86 DGPFGFSPIIGRFCGQQNPP-VIKSSGRFLWIKFFADGELESMGFSARYNFTPGK 

CUB domain 135 DGRYGFSPLIARFCGDRMPKREIRAVSGFLWIRFRSDSMLEYQGFSAEYAIVPSK 
** **** * **** * * **** * * ** **** * * * 



B 

35.3% identity in 102 residues overlap in CUB domain 1 of BMP-1 

BPC-1 130 GIFTS PNYPSKYPPDRECIYIIEAAPRQCIELYFDEKYSIEPSWECKFDHIEVRDGPFGF 

BMP - 1 336 GNFSS PEYPNGYSAHMHCVWRI SVTPGEKI I LNFTSM - DLYRS RLCWYD YVE VRDGFWRK 

******* ★ * * *** *** ***** 

BPC-1 190 SPI IGRFCGQQNPPVI KSSGRFLWI KFFADGEliESMGFSARY 

BMP-1 395 VWVRGRFCGGKLPEPIVSTDSRLWVEFRSSSNWVGKGFFAVY 

***** * * * ** * ** * * 

39.4% identity in 104 residues overlap in CUB domain 2 of BMP-1 

B PC - 1 128 EGG I FTS PNYP S KYP PDREC I Y 1 1 EAAPRQCIELYFDEKYS IEPSWECKFDHI EVRDGPF 

BMP-1 447 DNGHIQSPNYPDDYRPSKVCIWRIQVSEGFHVGLTF-QSFEIERHDSCAYDYLEVRDGHS 

* ***** ***** * * ** ** ***** 

BPC-1 188 GFS PI IGRFCGQQNPPVI KSSGRFLWI KFFADGELESMGFSARY 

BMP-1 506 ESSNLIGRYCGYENPDDIKSTSSRLWLKFVSDGSINKAGFAVNF 

* *** ** ** *** ** ** ** ** 

36.3% identity in 102 residues overlap in CUB domain 3 of BMP-1 

BPC-1 13 0 GIFTSPNYPSKYPPDRECIYIIEAAPRQCIELYFDEKYSIEPSWECKFDHIEVRDGPFGF 

BMP-1 605 GSITSPGWPKEYPPNKNCIWQLVAPTQYRISLQFDF-FETEGNDVCKYDFVEVRSGLTAD 

* *** * *** ** * * * ** * ** * *** * 

BPC-1 190 SPI IGRFCGQQNPPVI KSSGRFLWI KFFADGELESMGFSARY 

BMP-1 664 SKLHGKFCGSEKPEVITSQYNNMRVEFKSDNTVSKKGFKAHF 

* * *** * ** * * * ** * 

37.9% identity in 103 residues overlap in CUB domain 4 of BMP-1 

BPC-1 130 GIFTSPNYPSKYPPDRECIYIIEAAPRQCIELYFDEKYSIEPSWECKFDHIEVRDGPFGF 

BMP-1 761 GTITSPNWPDKYPSKKECTWAISSTPGHRVKLTFVEM-DIESQPECAYDHLEVFDGRDAK 

* **** * *** ** * * * * * ** ****** ** 

BPC-1 190 S P 1 1 GRF CGQQN P P V IKS SG R FLW I KF F ADG ELES MGF S ARYN 

BMP-1 820 APVLGRFCGSKKPEPVLATGNRMFLRFYSDNSVQRKGFQASHS 

* ***** * * * * ** * 

32.3% identity in 96 residues overlap in CUB domain 5 of BMP-1 

BPC-1 139 SKYPPDREC I YI I EAAPRQCIELYFDEKYS IEPSWECKFDHI E VRDGPFGFSPI IGRFCG 

BMP-1 887 NNYPGGVDCEWVIVAEEGYGVELVF-QTFEVEEETDCGYDYIELFDGYDSTAPRLGRYCG 

* * * * * ** * * ****** ***** 

BPC-1 199 QQNPPVIKSSGRFLWIKFFADGELESMGFSARYNFT 

BMP-1 946 SGPPEEVYSAGDSVLVKFHSDDTISKKGFHLRYTST 
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FIG. 5 
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Panels: 
A 

1 . Brain 

2. Prostate 

3. LAPC-4 AD 

4. LAPC-4 Al 

5. LAPC-9 AD 

6. HeLa 

7. Murine cDNA 

8. Neg. control 



B 

1. Brain 

2. Heart 

3. Kidney 

4. Liver 

5. Lung 

6. Pancreas 

7. Placenta 

8. Skeletal Muscle 
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1. Colon 

2. Ovary 

3. Leukocytes 

4. Prostate 

5. Small Intestine 

6. Spleen 

7. Testis 

8. Thymus 
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FIG. 7 




1.4- 



Lanes: 

1 . Cerebellum 

2. Cerebral Cortex 

3. Medulla 

4. Spinal Cord 

5. Occipital Lobe 

6. Frontal Lobe 

7. Temporal Lobe 

8. Putamen 
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Panel: 



1. Brain 

2. Heart 

3. Kidney 

4. Liver 

5. Lung 

6. Skeletal Muscle 

7. Spleen 

8. Thymus 
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FIG. 11 




unprocessed BPC-1 
processed BPC-1 



anti-BPC-1 



Lanes: 

1. HighFive ceil extract- uninfected 

2. HighFive cell extract- infected with BPC-1 virus 

3. HighFive cell extract - infected with BPC-1 virus 

4. HighFive cell media - infected with BPC-1 virus 

5. HighFive cell media - infected with BPC-1 virus 
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FIG. 14 
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My residence, post office address and citizenship are as stated next to my name. 

I believe I am the original, first and sole inventor (if only one name is listed below) or an original, first and 
joint inventor (if plural names are listed below) of the subject matter which is claimed and for which a 
patent is sought on the invention entitled: 

BPC-1: A SECRETED BRAIN-SPECIFIC PROTEIN EXPRESSED AND SECRETED BY 
PROSTATE AND BLADDER CANCER CELLS 

the specification of which 

gj was filed on August 10, 1999 as United States Application Number 09/374,135 

I hereby state that I have reviewed and understand the contents of the above-identified specification, 
including the claims, as amended by any amendment specifically referred to above. 

I acknowledge the duty to disclose information which is material to patentability as defined in and in 
accordance with the provisions of Title 37 of the Code of Federal Regulations, Section 1.56. 
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provisional application(s) listed below. 

Application Number Filing Date 
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application and to transact all business in the Patent and Trademark Office in connection therewith. 
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Law Office of Kenneth K. Sharpies Fax 4 1 5-663-0324 
SO Fourth Street - P.O. Box 277 
Point Reyes Station, CA 94956 

I hereby declare that all statements made herein of my own knowledge are true and that all statements made 
on information and belief are believed to be true; and further that these statements were made with the 
knowledge that willful false statements and the like so made are punishable by fine or imprisonment, or 
both, under Section 1001 of Title 18 of the United States Code and that such willful false statements may 
jeopardize the validity of the application or any patent issued thereon. 
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